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R7 BAEPIOEERRE (BRERIE)

REYLRES HEERE () PECFITSBEEBREL,
a3 74U EX()

M IRAT AVFRVITA), A FQA), F=7()
BFT R Iy —(2) |

NIFTR REZRZ (), £ F 1)

IBE B ML R AR RE BE (D), ~L— 7 (1)

®8 BERMEABEONES

REEAFPIEE L liiglele
miFEE  vITE KIRAF RBRHT R wHaT AR | B | HhH
AR HUS | RS HUS | My HUS | BIa¥in | MLl HUS|MRhEk | e | mnsx
142 [ 68 25 21 12 2 4 A 3
2 42 1 12 21 1 2 2 3 2
0157 ) s 4 )
| 1 1
OL5TH{FRE 5 5 .4 1
Q1578 121 37 51 5 15 5 1 4 4 5
026 1 59 3l 2 2 22 1 1
0103 1 5 3 1 1
o111 1 2 2
0121 2 4 3 1
0145 2 Kk} 1 3l 1 1 1
001 |1,1+2 3 1 2
0128 | 7REf 1 1
0156 1 1 1
0166 2 1 1
0177 1 1 1
0186 1 1 1
OBTH] 1 1 1 ;
O157L4 415t 112 1 72 1 10 3 24 1
&% 233 7 109 1 61 5 13 5 1 28 5
RO MEREPEOEFEERERE BESABIRER
BRI his &% 1A 28 38 48 SA 6A 7B 8B 95 108 NA 128
Legionella pneumophila 1 4 1 1 o1
Legionella preumophila 3 1 1
& 5 1 o1 1 1
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BIERE DT EREEE H358H

3) RIEREMEORRERBRR : (R10-1~10-3)

EREFEEEIOEREY -4 5 22w COMF B L OBREREROL— PRy 5
%mﬁt\ﬁﬁﬁmwwﬁ%ﬁoto%tmﬁ%wﬁ&ﬁ%ﬁbto
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4) BHERVAMEL ¥V IREBRERE (ERK ORE)

SERHIR P THED B ok METELE L v Y IRED S b, BEHOMRRTE 7% 49 5 49
B (VA1 38 ) ko W ORI R SEME L7 (38 1), MIBBEC & 0 e, A B 32 8 (3

B 1 Bkid A BIUEIRIED S. dysagalactiae subsp. equisimilis). G BEH 14 8THD . A
BECRUMEE /M BEDRETE T1 5 Jemm.0 $153.1% 2 b 5 < . K> TBIZ64 B
/emm89.0 %3 18.8% CH o7z, FEE L BT 3 &, GBI X 2 EHEGIDHEED 6 B> & .
L4 BRI L TH D, $7e, T1EHOHA bV 28.9%5 5 MRS = & 252
BB, . |
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R 10 IFRREORFEERIAR (RESHBRIREL)

F10-1 BEA  ABERNE VS IREEER, RHEBRE Streptococcus pyogenes

HiEE #F 1A 28 38 48 SA 6H 7B 88 98 108 118 128
Tt 113 2 3 1 _ 1
T12 9 4 1 1 1 2
T3 6 1 3 1
TB3264 6- 1 1 2 2
T25 4 11 2
T28 S ] .
T4 L 1
T-UT 4 1 P
A 2 4 4 1 3 12 8 4 2 21

EI02 B4 BRETE

HRHRRAE &8 18 2R 38 4R SA 6B 7R 8A 9A 10 1B 128
Salmonella Saintpaul 4 2 I 1
Salmonella Enteritidis . 4 . : 2 1
Salmonella Manhattan ‘ 1 - 1
Salmonella Infantis 1 ) I
Salmonella Weltevreden 1 . o 1
Salmonella Stanley ' _ 1 : 1
Salmonella Typhimuriun 1 . 1
. Salmonella Rissen 1 ‘ 1
' Salmonella Mbandaka 1 : . 1‘
=L 15 2 2 2 5 2 1

®103 BEE : BA%K BVEED) | v aNRREFREOLTEMESL LENEEE

RiRRE 5F 18 2A Ky 48 5A 6R 7R 38R 9F 10A 11A 128
| : 18 1 1 1 23 2 4 2 2

Bordetella pertussis
(149 O 1) @ @ @ @ o
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BAEREDANETREESS %350

=11 BAERAGMEL » U REBRSRE

FHR28E  ITHIBER

RER ER B BAERS B REE AWE  onmd e

1 2016/01/05 22 Z KIERF §. pyogenes A Tl emml.0 sped, speB

2 201600131 81 B KIEW 5. pyogentes A T1 emml.0 sped, speB

3 2016/01/25 39 ) ®H S, dysgalactiae subsp. equisimilis G stG6792.3

4 20150204 46 B WFEm S. pyogenes A T-UT emmé.4 sped, speB, speC

5 2016001726 72 B KR 3. pyogenes A Tl emml.0 sped, speB

6 2016/01/01 58 ' & nE|H 8. pyogenes A T1 emml.0 sped, speB

7 2016/03/02 69 K& BEW S. dysgalactiae subsp. equisimilis G $1G6792.3

§ 2060211 TN E  #Fm 5. pyogenes A TB3264 emma9.0 speB, speC

9 20160229 40 z R S. pyogenes A Tl emml.0 sped, speB

10 201600228 65 B AW S. pyogenes A T emml.0 sped, speB

11 2016/03/08 29 *  E4W S. pyogenes A TB3264 enms9.0 speB, speC

12 . 2016/03/15 75 # Eiam S. dysgalactioe subsp. equisimilis G sIG2078.0

i3 2016/0316 39 &k HFH 8. pyogenes A Tl emmi.0 sped, speB

14 201600328 67 B ABRAF 5. progenes A Ti emml,0 sped, speB

15 2016/04/06 70 k& KR S. pyogenes A T9 emm9.0 speB

16 2016/06/04 38 M S pyogenes. A Tl emmi.0 sped, speB

’l'] 2016/06/09 1 5 PR R S. pyogenes A T3 emm3.95 " sped, speB

I8 2016/05/31 62 r  RER S, pyogenes A TB3264 emm89.0 speB, speC

19 2016/0616 49 B MWFEMW . 3 progenes . A Ti2 emm76.0 speB

20 20160612 79 B  KEREW S dysgalactiae subsp. equisimilis G SIGI66b.0

21 20160620 62 & MPF 8. pyogenes A TB3264 emm89.0 speB, speC

22 2016/06/16 60 i KEEH 8. pyogenes A T6 enumb.0 sped, speB, speC

23 2016/06/22 87  dr FEW S. dysgalactiae subsp. equisintilis G stG245.0

24 0160709 - 37 B KW S. progenes : A Ti emml.0 sped, speB
_25 201607409 37 B KBRAF S progenes A Tl enml.0 sped, speB

26 20160628 70 & &HR S. pyogenes A Tt emmi.0 sped, speB

27 2016007404 61 x  RMER S. dysgalactiae subsp. equisimilis G stG6792.7

28 2016007727 40 B KRS S. pyogenes A T1 emml.0 " sped, speB

29 2016/08/03 77 B ww 8. dysgalactiae. subsp. equisimilis G 51G6792.7

30 2016/08M12 56 ] PN 8. dysgalactiae subsp. equisimilis G stG6792.7

31 2016/0327 60 B KR ‘ 8. pyogenes A T13 emm90.2 speB

32 20160730 64 & RER S. pyogenes A TB3264 emm&9,0 speB

33 2006500 73 & #HFE S. dysgalactiae subsp. equisimilis G SIG10.0

34 2016/09/10 78 *x AU S. progenes A Tl emml L0 speB, speC

35 2m6/0818 55 B mEW S. pyogenes A T1 emmi.0 speB, speC

36 20160921 5 B #F S dysgalactiae subsp. eguisimilis G sIG643.0

37 20016N001 59 B MFW S agolactice B ]

38 2016N10/01 72 3 ek §. dysgalactiae subsp, equisimills G s1G6792.3

39 2016410117 56 2 KEET 8. pyogenes . A TUT - emmi02.7 speB

40 2016/10/24 36 % RIEH S. dysgalactiae subsp, equisimilis G stG653.0

41 201600724 58 B KIRW S. pyogenes A Tl emml.0 sped, speB

42 2016/11/04 37 I P S. pyogenes A T1 emml.0 " sped, speB

43 2016/1172%9 73 ) *ﬂﬁfﬁ S. agalactiae B v

44 20167125 18 & #®h S. pyogenes A Tl emml.0 sped, speB

45 2016N2/07 77 & XKPEW 8. dysgalactine subsp. equisimiiis G §HG485.0

46 20161219 63 B FRUR S ogaaciice B NT6

47 20161065 80 EH  ®RR S. dysgalactiae subsp. equisimilis A s1G245.0

48 200612004 85 ' B RBRBR S dysgalactice subsp, equisimilis G 51G6792.3

49 2061223 78 B HMFH S. pyogenes A TB3264 emm89,0 speB
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