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&84/8 1 2 3 4 5 6 7 8
AYINIVY 88(76) 48(34) 37(24) 97 m
AH3(71) B(5) AH3(26) B(6) hMPV(1) AH3(8) B(16) AH3(2) B(4) B(1)
RhinoA(1) RS_untype(1) <2 Rhino_untype(1)
B>
it 2(0) 2(0) 5(5) 4(4) 4(4) 81 5(4) 4(4)
Ad2(2) Ad4(1) Ad5(1) Ad2(3) Ad3(1) Ad2(4) Ad_untype(1) Ad3(2) Ad3(3) Ad4(1) Ad3(4)
RS_untype(1) Ad37(1) Ad4(2)
Rhino_untype(1)
BRUEEEA 29(15) 27(16) 49(26) 47(35) 29(15) 25(14) 24(6) 15(6)
HCoV-0C43(1) NVG2(7) NVG2(6) NVG2-17(2) NVG2-| Ad1(2) Ad40/41(3) NVG2(8)] Ad1(1) Ad40/41(3) Ad40/41(1) Astro_Type2(1) | Ad1(1) Ad2(1) Ad40/41(1) | CAT6(1) CAB(1) NVG2(2) | Ad40/41(1) CAB(2) E18(1)
NVG2-17(1) NVG2-4(2) 4(1) Rhino_untype(1) RotaA(2) RotaAG1(3) Astro_untype(4) CA16(1)  JAstro_untype(2) CATO0(1)  JAstro_untype(3) CB5(1) NVG2-4(1) RhinoA(1) EV-D68(2)
RotaA(1) RotaAG2(1) RotaA(1) RotaAG1 (2) RotaAG2(1) RotaAGI(4) 18(1) Mumps(1) NVG2(1)  |NVGT(5) NVG2-17(1) NVG2- |E18(2) NVGT(1) NVG2(3) | Sapo_untype(1) <«c2E#i1>>
Sapo_untype(1) SapoG2(1) JRotaAG2(2) Sapo_untype(2) |Sapo_untype(2) SapoG2(1) |NVG2-4(2) Rhino_untype(2) |4(2) HPev1(1) RotaAGI(1) INVG2-3(1) HPeV1(1)
<<2EH1>> RotaA(9) RotaAG]1(4) RotaA(1) RotaAGO(1)
RotaAG9(4) Sapo_untype(5) SapoG2(1) «2&H2>»> <«3§
<<2EH3>> #1>>
*E 1(0)
FROA 4(4) 6(5) 8(6) 12(11) 8(6) 20(19) 66(55) 30(25)
CA16(3) EVT1(1) CA16(4) PIV4(1) CA16(4) CAB(2) CA16(6) CAB(3) E18(1) CA16(4) E18(1) CA16(10) CAB(6) E16(1) CAT0(3) CA16(7) CA6(37) | CAB(19) CA9(3) CB5(1)
Rhino_untype(2) <<2&#1>> |Rhino_untype(1) 18(1) RhinoA(2) RninoC(1) JCB5(1) E16(1) E18(1) E3(1) |E18(1) Rhino_untype(1)
<2BH§2>> HPeV_untype(1) RSB(1) «2B# 1>
Rhino_untype(7) RhinoA(1)
<2E#5>
A F—F m M 5(2) 2(1) 6(2) 11(4) 8(8) 9(5)
Rhino_untype(1) CA16(1) CA9(1) Rhino_untype(1) Rhino_untype(1) CA10(2) CA10(3) CAB(1) Ad1(1) CA10(1) CAB(5) CA10(2) CA5(1) CAB(2)
Rhino_untype(l)
RUh 8(0) 11(0) 9(0) 17(3) 10(0) 15(3) 10(3) 19(8)
HHV6_untype(2) ParvoB19(3) measlesDB(3) E16(1) E18(1)
measlesA(1) HHV6_untype(3) HPeV1(1)
measles_untype(2)
HPeV_untype(1) <«2E#1>>
TR TR 100 10) 8(4) 2(0) 2(1) 100)
Mumps(1) Mumps_genotypeG(1)
Mumps_genotypeG(3)
[ 100 7(0) 5(0) 6(0) 2(0) 30 1) 9(2)
HBov(1) Rhino_untype(1) | CA10(1) CA10(1) Reo virus2(1)
<2EH1>>
fiiid o0 2(0) 7(0) 10(0) 8(0) 10(3) 13(4) 20(5) 24(14)
Ad2(1) Rhino_untype(2) Astro_untype(1) CA16(1) CB5(3) E16(2) CB5(2) E18(4)
E18(2) HPeV_untype(1) «2E#1>> |Mumps_genotypeG(8)
Mumps_genotypeG(1) <2
51>
OR% - ERE% 3(m 8(2) 9(5) 4(3) 8(5) 15(9) 9(2) 7(2)
HSV1(1) Ad_untype(1) HCoV- hMPV(2) NVG2(1) Ad5(1) HBov(1) AMPV(T) | Ad2(2) HBov(1) Ad_untype(2) Ad1(1) Ad2(2)| CA10(1) Rhino_untype(1) | CA6(1) Rhino_untype(1)
INL63(1) Rhino_untype(2) Rhino_untype(1) <<2E#1>> |Rhino_untype(3) <«2E#1>> JAd4(1) HSV1(1) PIV3(2)
Rhino_untype(d) <2 i4>>
TRE% 26(14) 27(21) 51(35) 26(15) 24(18) 51(35) 28(18) 28(16)
Ad2(1) HCoV-0C43(1) HBov(1) HCoV-NL63(4) Ad1(2) HCoV-NL63(4) Aichi virus(1) HBov(2) CA9(1) HBov(5) HCoV- Ad2(2) Ad3(1) CAT6(1) Ad1(1) HBov(2) PIV3(6) E6(1) EV-DB8(2) PIVI(1)
hMPV(4) Rhino_untype(4) ~ |hMPV(3) PIV4(T) HCoV-0C43(2) hMPV(14)  JHCoV- HKUT(1) hMPV(2) PIV3(5)  |CAB(1) E6(1) HBov(2) HCoV-{ PIVA(5) Rhino_untype(5) <<2 |PIV3(3) Rhino_untype(6)
RSA(5) RSB(1) ««2E#2>>  |Rhino_untype(10) RSA(2) Rhino_untype(14) RotaA(1) |NL63(1)hMPV(6)Rhino_untyp{ PIV4(1) Rhino_untype(8) <2 |HKU1(1) HCoV-0C43(1) BHI» RSA(1) RSB(4) ««2&#2>>
RSB(1) «2E#1>> RSA(3) RSB(1) <«2E#6>>  Je(6) «<2&#1>> FH5> hMPV(1) PIVI(1) PIV3(21)
PIV4(2) Rhino_untype(9) <<2
TiE9>>
RSV IV ARRE 100 1(0) m 1(0) 2(2) Uy 10 2(2)
Rhino_untype(1) RSB(1) <2 RhinoC(1) RSA(1) RSA(1) RSA(1) RSB(1)
B>
RITHEAREL - itHniEREE 2(0) 2(1) 1(0)
Ad4(1)
zoft 20(4) 37(5) 417 25(11) 23(6) 52(14) 71(38) 32(9)
HAV(1) HBov(1) HCoV-0C43(3) hMPV(1) | Denguel (1) MPVI2) Ad1(1) CB5(1) Dengue (1) | Denguel (2) CAQ(1) Denguel (1) E16(1) | Ad1(1) Ad2(4) CATOE) | Ad2(2) CAY(2) Dengue2(1)
HHV6_untype(1) hMPV(1)  JParvoB19(1) Rhino_untype(1) RotaA(1)  |Dengue2(2) E 18(1) HBov(1) JHHV6_untype(1) E18(3) E6(1) HBov(1) A16(2) CAG(6) CA9(T) Dengue3(1) E16(1) E18(1)
PIV4(1) «2E#81>> Rhino_untype(1) <<2E#1>> |RSA(2) HHVEB(1) hMPV(1) ParvoB19(1) PIV3(1) HHV6_untype(1) hMPV(1)  |CB3(5) Denguel (1) HAV(1)
HPeV1(1) PIV4(1) Rhino_untype(1) RhinoA(1)  JHPeV_untype(1) NVG1(1) Dengue3(1) E16(3) E18(3)
Rhino_untype(d) <<2&i4»> |«<2&#1>> PIV3(1) Rhino_untype(3) <<2 | ParvoB19(1) PIV3(3)
B> Rhino_untype(3) RSB(1)
AUA 2(0) 2(1)
RSB(1)
it 188(115) 183(84) 230(111) 164(90) 136(66) 216(111) 254(141) 183(95)
HR%) 84 8.2 10.3 73 6.1 9.6 113 82
51 (%) 61.2 459 483 54.9 485 51.4 555 51.9
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9 10 n 12 it 177 )3 BEVAILR
(%) (%)
2(0) m 8(3) 17(12) 211(158) 9.4 749 AH1pdm09(2) AH3(114) B(38) hMPV(2)
AH3(1) B(3) AH1pdm09(2) AH3(6) B(3) Rhino_untype(1) RhinoA(1) RS_untype(1) <<2&#
hMPV(1) 1>

7(2) 5(5) 8(7) 10(8) 64(50) 29 781 Ad_untype(1) Ad1(1) Ad2(12) Ad3(22) Ad37(1)

Ad3(1) Ad4(1) Ad2(2) Ad4(1) Ad5(1) Ad2(1) Ad3(5) Ad5(1) d1(1) Ad3(6) Ad4(1) Ad4(7) Ad5(3) Rhino_untype(2) RS_untype(1)
Rhino_untype(1)

14(10) 34(16) 45(27) 39(26) 377(212) | 168 | 56.2 Ad1(4) Ad2(2) Ad40/41(13) Astro_Type2(1)
Ad2(1) Ad40/41(1) CA9(1) | Astro_untype(1) CA9(2) Ad40/41(1) NVG2(4) NVG2-| Ad40/41(2) NVG2(2) NVG2- Astro_untype(10) CA10(1) CA16(2) CA6(3) CA9(3)
EV-D68(2) NVG2(1) CB5(3) 3(4) NVG2-4(13) RotaA(3)  |17(1) NVG2-3(1) NVG2-4(15) CB5(4) E18(4) EV-D68(4) HCoV-0C43(1) Mumps(1)
Rhino_untype(2) RotaA(1)  [Mumps_genotypeG(1) Sapo_untype(3) <<2E#1>> |RotaA(1) Sapo_untype(3) Mumps_genotypeG(1) NVG1(7) NVG2(39) NVG2-
RotaAGO(T) NVG1(1) NVG2(5) NVG2-4(2) SapoG2(1) 17(5) NVG2-3(6) NVG2-4(38) HPev1(2)

Sapo_untype(2) <<2E1>> Rhino_untype(5) RhinoA(1) RotaA(19) RotaAG1(10)
RotaAG2(4) RotaAG9(10) Sapo_untype(19)
SapoG2(4) «<2E#H9>> <«<3EH1>>
1(0) 0.0 0.0

9(8) 6(5) 2(0) 171(144) 76 84.2 | CA10(3) CA16(38) CAB(76) CA9(3) CB5(2) E16(3)
CA6(5) E16(1) CAB(4) E25(1) E18(5) E25(1) E3(1) EV71(1) HPeV_untype(2)
HPeV_untype(1) PIV4(1) Rhino_untype(12) RhinoA(3) RhinoC(1)
Rhino_untype(1) RSB(1) <<2E#9>>

4(3) 7(2) 2(0) 1(0) 57(29) 25 50.9 | Ad1(1) Ad4(1) CA10(10) CA16(2) CA5(1) CA6(8)
CA10(2) CA16(1) Ad4(1) RhinoC(1) CA9(1) Rhino_untype(4) RhinoC(1)

9(4) 8(0) 9(0) 8(0) 133(21) 5.9 15.8 E16(2) E18(1) HHV6_untype(5) HPeV1(1)
E16(1) ParvoB19(3) measles_untype(2) measlesD8(3) HPev_untype(1)

ParvoB19(6) measlesA(1) <<2E#1>>
1(0) 3(3) 3(3) 4(3) 26(14) 12 53.8 Mumps(1) Mumps_genotypeG(12) RhinoA(1)
Mumps_genotypeG(2) Mumps_genotypeG(3) Mumps_genotypeG(3)
RhinoA(1)
2(0) 10(1) 19(2) 12(2) 85(9) 3.8 10.6 | CA10(2) HBov(1) HHV6_untype(1) Mumps(2) Reo
RSB(1) HHV6_untype(1) Mumps(2) RSA(1) <<2E#& virus2(1) Rhino_untype(2) RSA(1) RSB(1) <<2E#
Rhino_untype(1) 1> 2>>

18(3) 4(0) 7(3) 7(0) 130(32) 58 | 246 | Ad2(1) Astro_untype(1) CA16(1) CB3(1) CB5(8)
CB3(1) E6(1) CB5(3) E16(2) E18(6) E6(1) HPeV_untype(1)
Rhino_untype(1) Mumps_genotypeG(9) Rhino_untype(3) <<2E#2>>

2(2) 6(4) 6(5) 3(2) 80(42) 36 | 525 Ad_untype(3) Ad1(2) Ad2(4) Ad4(1) Ad5(1)
CA4(1) Rhino_untype(1) Ad1(1) HCoV-0C43(1) Rhino_untype(3) RSA(1) Rhino_untype(2) CA10(1) CA4(1) CA6(1) HBov(2) HCoV-NL63(1)

HSV1(1) Rhino_untype(2) ~ JRSB(1) HCoV-0C43(1) hMPV(3) HSV1(3) NVG2(1) PIV3(2)
<2EH1>> Rhino_untype(20) RSA(1) RSB(1) <<2E#7>>

21(15) 25(13) 35(17) 25(15) 367(232) | 164 | 632 Ad1(3) Ad2(4) Ad3(2) Aichi virus(1) CA16(1)
Ad3(1) EV-D68(2) NVG1(1) | CA9(1) EV-D68(2) PIV4(1) | Ad2(1) Rhino_untype(13) | HCoV-HKU1(1) CAB(1) CA9(2) E6(2) EV-D68(6) HBov(12) HCoV-
PIV1(1) Rhino_untype(5) Rhino_untype(3) RSA(4) RSA(3) RSB(2) <<2E#2>>  |Rhino_untype(9) RSA(3) HKU1(3) HCoV-NL63(9) HCoV-0C43(4) hMPV(30)
RSA(6) RSB(1) <«<2&#2>> |RSB(2) RSB(4) <<2EHi2>> NVG1(1) PIV1(3) PIV3(35) PIV4(10)

Rhino_untype(92) RotaA(1) RSA(27) RSB(16) <<2E
#33>»>
1 6(5) 6(5) 23(17) 1.0 73.9 | Rhino_untype(2) RhinoC(1) RS_untype(6) RSA(4)
RSA(1) RS_untype(2) RSB(3) Rhino_untype(1) RSB(5) <<2&E#1>>
RS_untype(4)
2(2) 3(3) 10(6) 0.4 60.0 Ad4(1) Ad53(4) Ad54(1)
Adb53(1) Ad54(1) Ad53(3)

36(9) 52(13) 61(11) 43(7) 493(134) | 220 | 272 Ad_untype(3) Ad1(3) Ad2(6) Ad5(1) CA10(3)
Dengue2(1) Dengue4(1) Ad1(1) Ad5(1) E18(1) Ad_untype(1) Dengue4(1) | Ad_untype(2) CA9(1) CA16(2) CA6(6) CA9(5) CB3(5) CB5(1) Denguel(6)
E18(1) EV-D68(1) HAV(2) HAV(1) HSV1(2) HAV(1) HCoV-0C43(1) NVG_untype(1) ParvoB19(2) Dengue2(4) Dengue3(2) Dengue4(2)E16(5) E18(10]
Rhino_untype(3) ParvoB19(2) PIV4(1) Rhino_untype(5) RSA(1) E6(1) EV-D68(1) HAV(6) HBov(3) HCoV-0C43(4)

Rhino_untype(3) RhinoA(1) JRSA(1) RSB(1) <<2E#1>> HHV6_untype(3) HHV6B(1) hMPV/(6)
RSA(1) HPeV_untype(1) HPeV1(1) HSV1(2) NVG_untype(1)
NVG1(1) ParvoB19(7) PIV3(5) PIV4(3)
Rhino_untype(24) RhinoA(2) RotaA(1) RSA(5)
RSB(2) <<2E#10>>
6(0) 3(0) 13(1) 0.6 77 RSB(1)
127(58) 171(67) 209(83) 180(80) 2241(1101)] 100.0] 49.1
5.7 7.6 9.3 8.0 100.0
45.7 39.2 39.7 44.4 49.1
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AYINIVY 17(12) 19(7) 166(136) 713)
AH3(8) B(3) hMPV(1) AH1pdm09(1) AH3(6) AH1pdm09(1) AH3(97) B(35) hMPV(1) | AH3(3)
Rhino_untype(1) RhinoA(1) RS_untype(1)
<2FEH1>>
Lkt 14(11) 37(29) 7(6) 2(2)
Ad1(1) Ad2(2) Ad3(6) Ad4(1) Ad5(1) Ad_untype(1) Ad2(8) Ad3(13) Ad37(1) Ad4(2) Ad5(2) | Ad2(1) Ad3(2) Ad4(2) Rhino_untype(1) | Ad2(1) Ad4(1)
Rhino_untype(1) RS_untype(1)
BREEEL 355(204) 10(7) 6(1)
Ad1(3) Ad2(2) Ad40/41(13) Astro_Type2(1) Ad1(1) CA6(1) EV-D68(2) Mumps(1) HCoV-0C43(1)
Astro_untype(10) CA10(1) CA16(2) CAB(2) CA9(3) Mumps_genotypeG(1) Rhino_untype(1)
CB5(4) E18(4) EV-D68(2) NVG1(7) NVG2(39) NVG2-
17(5) NVG2-3(6) NVG2-4(38) HPeV1(2)
Rhino_untype(4) RhinoA(1) RotaA(19) RotaAG1(10)
RotaAG2(4) RotaAGY(10) Sapo_untype(19) SapoG2(4)
<2EHD>> <«3EH1>»>
K& 100
FROF 21(18) 125(108) 5(4) 9(7)
CA16(3) CAB(9) CA9(1) E16(1) E18(2) E25(1) E3(1) | CA10(3) CA16(31) CAB(57) CA9(1) CB5(1) E16(2) CA16(2) CAB(1) EV71(1) CA16(2) CAB(4) CB5(1) PIV4(1)
E18(2) HPeV_untype(2) Rhino_untype(11) RhinoA(3) Rhino_untype(1) <<2E#2>>
RhinoC(1) RSB(1) «<2&E#7>>
ANV E=F 4(0) 24(19) 21(7) 8(3)
Ad1(1) CA10(9) CA16(2) CA5(1) CA6(5) RhinoC(1) Ad4(1) CAT0(1) CAB(2) CAB(1) CA9(1) Rhino_untype(1)
Rhino_untype(3)
BUA 48(8)
E16(1) E18(1) HHV6_untype(2) HPeV1(1)
measles_untype(1) measlesD8(1) ParvoB19(1)
measlesA(1) <«<2EE1>>
RITHEE TR 12(5)
Mumps_genotypeG(5)
FRHEE - BRFBA%E 18(1) 12(2) 14(4) 2(0)
CAT0(1) Mumps(1) Reo virus2(1) RSA(1) <«<2E#1>> CA10(1) HBov(1) HHV6_untype(1)
Rhino_untype(2) <«2E#1>>
FREERBEA 30(12) 19(7) 4(1)
Ad2(1) Astro_untype(1) CA16(1) CB5(3) E16(1) CB5(1) E16(1) E18(2) HPeV_untype(1) CB5(1)
E18(2) Mumps_genotypeG(2) Rhino_untype(2) <<2&# |Mumps_genotypeG(2) Rhino_untype(1) <<2&#1>>
1>>
Opys - ERi% 113) 37(15) 26(21) 2(2)
Ad_untype(1) Ad2(1) Ad4(1) NVG2(1) <<2B#71>> Ad1(1) Ad2(1) Ad5(1) CA10(1) CA4(1) CAB(1) HCoV- Ad_untype(2) Ad1(1) Ad2(2) HBov(2) Rhino_untype(2)
NL63(1) hMPV(1) HSV1(1) Rhino_untype(5) RSA(1) HCoV-0C43(1) hMPV/(2) HSV1(1)
RSB(1) <«<2&E#1>> PIV3(2) Rhino_untype(13) <«2E#5>>
TRER 23(4) 77(39) 2(0) 229(173) 24(14)
Aichi virus(1) NVG1(1) Rhino_untype(1) RotaA(1) Ad1(1) Ad2(1) CA9(1) E6(1) HBov(1) HCoV-NLB3(1) Ad1(2) Ad2(2) Ad3(2) CA16(1) CA9(1) | CAB(1) HBov(2) HCoV-
hMPV(9) PIVI(1) PIV3(4) Rhino_untype(14) RSA(5) E6(1) EV-D68(6) HBov(9) HCoV-HKUT(2)JHKU1 (1) hMPV(1)
RSB(3) <<2B#E3>> HCoV-NL63(8) HCoV-0C43(4) hMPV(20){PIV3(4) PIV4(2)
PIV1(2) PIV3(27) PIVA(7) Rhino_untype(4) RSA(T)
Rhino_untype(73) RSA(21) RSB(12) «<2 |RSB(1) <«<2E13>>
EHE2T>>
RSV W ABRE 7(6) 15(11)
RS_untype(1) RSA(2) RSB(3) Rhino_untype(2) RhinoC(1) RS_untype(5)
RSA(2) RSB(2) «<2&E#1>>
MATIEA B -
Elatdil:aniiong
Z0ft: 109(27) 130(35) 3(0) 82(36) 8(4)
Ad_untype(1) Ad1(1) Ad2(3) Ad5(1) CA6(1) CA9(2) Ad_untype(1) Ad1(2) Ad2(1) CA10(3) CA16(1) CAB(3) Ad2(2) CA6(2) E16(1) E18(3) HBov(3) | E18(1) PIV3(1)
CB3(1) CB5(1) E16(2) E18(2) E6(1) HAV(6) HSV1(1)  JCA9(2) CB3(1) E18(1) EV-D68(1) HHVE_untype(1) HCoV-0C43(4) hMPV(4) Rhino_untype(2)
NVG_untype(1) NVG1(1) Rhino_untype(2) RotaA(1) <<2JHHVEB(1) hMPV(2) HPeV1(1) HSV1(1) ParvoB19(3) HPeV_untype(1) ParvoB19(1) PIV3(2)
B> PIV3(2) Rhino_untype(6) RhinoA(1) RSA(3) RSB(2) <<2 PIV4(3) Rhino_untype(13) RSA(2) <«<2E
B> #5>>
BULA 5(1)
RSB(1)
b 585(280) 561(293) 57(24) 561(395) 43(23)
1B (%) 26.1 25.0 25 25.0 1.9
it (%) 47.9 52.2 421 704 53.5
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BERAVWE L4 & - 0% R BRERVE - K R4 Z0ft it e (%) B (%)
ic)
1(0) 1(0) 211(158) 9.4 74.9
3(2) 1(0) 64(50) 29 781
Ad3(1) Ad4(1)
3(0) 10 1(0) 1(0) 377(212) 16.8 56.2
1(0) 0.0 0.0
6(3) um 1(0) 3(3) 171(144) 76 84.2
CAB(1) CA9(1) E18(1) CAB(1) CAB(3)
57(29) 25 50.9
48(11) 37(2) 133(21) 5.9 15.8
E16(1) HHV6_untype(3) | measlesD8(1)
measles_untype(1) ParvoB19(1)
measlesD8(1)
HPeV _untype(1)
ParvoB19(4)
2(2) 12(7) 26(14) 12 53.8
Mumps(1)
Mumps_genotypeG(1) Mumps_genoty|
peG(6)
RhinoA(1)
1(0) 25(2) 6(0) 700 85(9) 38 10.6
Mumps(1) RSB(1)
72(8) 1(0) (1) 3(3) 130(32) 58 246
CB3(1) CB5(2) E18(1) CB5(1) E18(1)
EB(1) Mumps_genoty|
Mumps_genotypeG(3) peG(2)
3(0) 1 80(42) 36 52.5
HSV1(1)
100 4(0) 5(0) 2(2) 367(232) 16.4 63.2
Ad2(1)
PIV4(1)
1(0) 23(17) 1.0 739
10(6! 10(6!
© © 04 60.0
Ad4(1) Ad53(4)
Ad54(1)
79(7) 59(22) 18(1) 1(0) 4(2) 493(134) 22.0 272
CAT6(1) CA9(1) CB3(1) | Ad_untype(1) CB3(1) CB3(1)
E16(1) E18(3) Dengue](6) Dengue2(4) Rhino_untype(
Dengue3(2) Dengue4(2) 1) RhinoA(1)
E16(1) HHV6_untype(2)
ParvoB19(3)
5(0) 3(0) 13(1) 0.6 7.7
14(8) 194(22) 125(34) 73(4) 4(3) 1(0) 23(15) 2241(1101) 100.0 49.1
0.6 8.7 5.6 3.3 0.2 0.0 1.0 100.0
57.1 11.3 27.2 5.5 75.0 0.0 65.2 49.1




