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Abstract

During 6 seasons from 2010-2011 through 2015-2016, we collected 61 samples of Japanese raw oysters
(55 for raw consumption and 6 for consumption after cooking) to investigate norovirus (NoV), sapovirus (SaV),
hepatitis A virus (HAV) and hepatitis E virus (HEV) using real-time reverse transcription (RT)-PCR and RT-
PCR. NoVs were detected in 16 samples for raw consumption (29.1%) and 4 samples for consumption after
cooking (66.7%). The NoV strains from oysters were characterized into at least 7 genotypes (1 in genogroup |
and 6 in genogroup 11). SaV's were detected in 3 of 27 samples for raw consumption (11.1%) and characterized
into 3 genotypes. HAVs and HEVs were not detected. This study showed that raw oysters had been
contaminated with NoVs and SaVs, indicating that raw oysters constitute an important vehicle of NoV and SaV

infections.
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